[Complex segregation analysis of systemic lupus erythematosus].
To explore the genetic model of systemic lupus erythematosus(SLE). Complex segregation analysis was performed by using statistical analysis for genetic epidemiology-REGTL(SAGE-REGTL). The genetic model and gene frequency were estimated. 300 pedigrees with SLE were collected from 300 patients as probands. The complex segregation analysis found the genetic model of SLE to be additive,the gene frequency 0.336. The authors believe the possibility of some different modes coexisting under different circumstances. The genetic effect on young man is stronger than that on old one. This study suggests that the genetic mode of SLE could be the major gene trait, and additive mode is the best fitted one.